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Identification of rare-disease genes using blood transcriptome sequencing and large control cohorts.https://escholarship.org/uc/item/4gq9c79v
[bookmark: _Toc2]Article summary:
1. 通过血液转录组测序和大型对照组，鉴定罕见疾病基因。
2. 研究团队使用了来自多个机构的数据，包括 Care4Rare Canada Consortium 和 Undiagnosed Diseases Network。
3. 这项研究有望帮助诊断罕见疾病，并为未来的治疗提供新的目标。
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Appears strongly imbalanced: The article is written in a biased or one-sided way, and the information it provides is not trustworthy enough to be considered a reliable source. You should consult other sources to find reliable information on the presented issues.
[bookmark: _Toc4]Article analysis:
很遗憾，由于缺少完整的文章内容，我无法对其进行详细的批判性分析。请提供完整的文章内容以便我能够为您提供更准确的见解。
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· Background information on the topic

· Current trends and developments

· Key players and stakeholders involved

· Challenges and obstacles faced

· Potential solutions and recommendations

· Future outlook and implications
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