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1. FACTERA是一种实用的方法，可在断点分辨率下发现基因组重排。
2. FACTERA使用了多个数据源，包括测序读数、比对信息和变异注释，以提高准确性。
3. FACTERA已经成功应用于多种癌症类型的基因组重排检测，并且可以与其他工具结合使用来进一步提高检测效果。
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May be slightly imbalanced: The article presents the information in a generally reliable way, but there are minor points of consideration that could be explored further or claims that are not fully backed by appropriate evidence. Some perspectives may also be omitted, and you are encouraged to use the research topics section to explore the topic further.
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很遗憾，由于本文是一篇科学论文，而且没有提供全文，因此无法对其进行详细的批判性分析。
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