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[bookmark: _Toc2]Article summary:
1. The Host Genetics Initiative conducted an exome-wide association study to identify rare variants influencing COVID-19 outcomes.
2. A total of 28 authors contributed to the study, including conceptualization, data curation, formal analysis, investigation, project administration, resources, supervision, writing – original draft and review & editing.
3. Results from the study suggest that rare variants may play a role in determining COVID-19 outcomes.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
[bookmark: _Toc4]Article analysis:
The article is generally reliable and trustworthy as it is published in PLoS Genet and has been written by 28 authors who have contributed to the study in various ways such as conceptualization, data curation, formal analysis, investigation, project administration, resources, supervision and writing – original draft and review & editing. The article does not appear to be biased or one-sided as it presents both sides of the argument equally and provides evidence for its claims. Furthermore, there are no unsupported claims or missing points of consideration in the article. However, there is some promotional content which could be seen as a potential bias as it could lead readers to believe that the results of this study are more significant than they actually are. Additionally, possible risks associated with conducting such a study are not noted in the article which could be seen as a potential bias. All in all though, this article appears to be reliable and trustworthy overall.
[bookmark: _Toc5]Topics for further research:
· Genome-wide association studies
· Genetic risk factors for disease
· Genetic epidemiology
· Polygenic risk scores
· Genetic data analysis
· Ethical considerations of genetic research
[bookmark: _Toc6]Report location:
https://www.fullpicture.app/item/a00bf7e55ca1b247df9431edf6a5aba5
Report created by FullPicture.app
