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A genome-wide CRISPR-Cas9 knockout screen identifies novel PARP inhibitor resistance genes in prostate cancer | Oncogenehttps://www.nature.com/articles/s41388-022-02427-2
[bookmark: _Toc2]Article summary:
1. Prostate cancer (PC) is the most common non-skin cancer and the second leading cause of cancer-related death among men in western countries.
2. Recent studies have revealed frequent deleterious mutations in DNA repair genes, suggesting sensitivity to poly(ADP)polymerase (PARP) inhibitors.
3. A genome-wide CRISPR-Cas9 knockout screen was performed to identify genetic modulators of PARPi response in CRPC, which identified PARP1 as well as six novel candidate genes as potential modulators of olaparib resistance.
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Appears well balanced: The article presents the information in a reliable and balanced way, without biases and prejudices. The claims made in the article are well supported and, where applicable, all sides of the argument are given opportunity to present their point of view. The article appears trustworthy and reliable.
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The article “A genome-wide CRISPR-Cas9 knockout screen identifies novel PARP inhibitor resistance genes in prostate cancer” is a reliable source of information on the topic of prostate cancer and its treatment with PARP inhibitors. The authors provide a comprehensive overview of the current state of knowledge on PC and its treatment with PARPi, including an explanation of how these drugs work and their efficacy in treating PC patients. The article also provides a detailed description of the methods used for the genome-wide CRISPR-Cas9 knockout screen, which was conducted to identify genetic modulators of PARPi response in CRPC cells. The results from this study are presented clearly and concisely, with supporting evidence provided where appropriate. 
The article does not appear to be biased or one-sided; it presents both sides equally by providing an overview of existing treatments for PC as well as discussing potential new treatments that could be developed based on the findings from this study. Furthermore, all claims made are supported by evidence from relevant studies or experiments conducted by the authors themselves. There are no missing points or counterarguments that need to be explored further; however, it should be noted that while this study has identified several potential new targets for treating PC, further research is needed before any conclusions can be drawn about their efficacy in clinical settings. Additionally, there is no promotional content present in the article; instead, it focuses solely on presenting scientific facts and data related to PC treatment with PARPi inhibitors. 
In conclusion, this article is a reliable source of information on prostate cancer and its treatment with PARP inhibitors; it provides an unbiased overview of existing treatments as well as presenting new findings from a genome-wide CRISPR-Cas9 knockout screen that could lead to further developments in PC treatment options.
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· Prostate cancer treatment options
· PARP inhibitor efficacy
· Genome-wide CRISPR-Cas9 knockout screen
· Genetic modulators of PARPi response
· Clinical applications of PARPi inhibitors
· Novel targets for prostate cancer treatment
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